
Modulation of Transcriptional Activity
of p53 by Ultraviolet Radiation:
Linkage Between p53 Pathway and
DNA Repair Through Damage Recognition

Qianzheng Zhu,1 Manzoor A. Wani,1 Mohammed El-Mahdy,1 Gulzar Wani,1 and Altaf A. Wani1,2,3*
1Department of Radiology, The Ohio State University, Columbus, Ohio
2Biochemistry Program, The Ohio State University, Columbus, Ohio
3James Cancer Hospital and Solove Research Institute, The Ohio State University, Columbus, Ohio

The increase in the p53 activity in response to DNA damage is thought to be one of the important mechanisms by
which p53 contributes to transcriptional activation of p21wafl, mdm2, and other downstream regulatory genes. To
investigate the p53 response to ultraviolet (UV) type of DNA damage, p53 protein level, its transcriptional activity and
in vivo ubiquitination were compared in repair-proficient normal human fibroblasts (NHFs) and repair-deficient
xeroderma pigmentosum (XP) group A and group C (XP-C) fibroblasts subsequent to irradiation with UV light.
Accumulation of p53 protein level was observed with increasing UV doses in all the cell lines; however, discordance
between p53 and p21waf1 and mdm2 levels was observed in NHF and XP-A cells. Induction of p21waf1 and mdm2 was
inhibited by UV irradiation, requiring higher doses in NHF and lower doses in XP-A cells. However, inhibition of p21waf1

and mdm2 induction was not observed in XP-C cells. Ubiquitin-p53 conjugates could be detected in irradiated or
unirradiated NHF and XP-A cells but not in XP-C cells irradiated with 30 and 50 J/m2 UV light. Using a p53 reporter
assay, p53 transcriptional activities were found to be induced by 10 J/m2 UV exposure and dramatically inhibited with
increasing UV doses in NHF cells. Compared with repair-proficient NHF cells, UV inhibition of p53 transcriptional
activity was relatively more sensitive in XP-A cells but resistant in XP-C cells. These results indicate that DNA damage by
UV, in addition to inducing p53, acts as a trigger for inhibition of p53 transcriptional activity. Overall, recognition of
DNA damage links both p53 induction and p53 degradation to DNA repair mechanisms. Mol. Carcinog. 28:215±224,
2000. ß 2000 Wiley-Liss, Inc.
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INTRODUCTION

Mutations in the p53 tumor-suppressor gene are
the most common genetic alterations in many types
of cancer [1,2]. Roles for p53 in normal cellular
proliferation have not been completely identi®ed.
Abundant evidence, however, indicates that p53 is
critical for maintaining genomic stability and
homeostasis [3±5]. It is known that p53 acts as a
transcription activating factor [6] for the expression
of its target genes, e.g., p21wa¯, mdm2, Gadd45,
cyclin G and bax [6±11]. In response to various types
of DNA damage, increase of p53 protein level and
transcriptional activity of p53 has been reported
[12±14], and it is believed that p53 activation
signals the G1 cell-cycle checkpoint [7,15]. How-
ever, discordance between the accumulated p53
protein level and its transcriptional activity and
inhibition of p21waf1 and bax expression by high
ultraviolet (UV) ¯uences in normal human ®bro-
blasts (NHFs) and in xeroderma pigmentosum (XP)
group A cells has been observed by several investi-
gators [16,17].

It is well known that wild-type p53 protein is
relatively unstable because of a short protein half-

life. However, it is stabilized in response to DNA-
damaging agents or irradiation [18]. The turnover of
p53 in vivo is mediated by the ubiquitin-proteolysis
system, which has been reported to be transiently
suppressed after DNA damage [19]. Although the
mechanisms of ubiquitin-proteolysis remain to be
understood, mdm2, which is known to directly
suppress transcriptional activity of p53 by protein-
protein interaction [20,21], has been implicated as
playing a role in p53 degradation [22±24]. dm2 may
act as a ubiquitin ligase E3 for p53 [25]. p300, a p53
coactivator, has also been shown to form complexes
with mdm2 by participating in mdm2-mediated
p53 degradation [26].
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Nucleotide excision repair (NER) enzymes can
recognize and remove a broad range of DNA lesions,
including UV-induced dimers and bulky chemical
adducts. The biochemical mechanisms of NER
involves damage recognition and open complex
formation by factors such as XPA, XPC, replication
factor A, and transcription factor IIH (TFIIH), dual
incision of the damaged DNA strand by endonu-
cleases XPF-ERCC1 and XPG, repair synthesis
mediated by a proliferating cell nuclear antigen±
dependent DNA polymerase, and ligation of new
synthesized DNA strand [27]. The precise reaction
mechanism of NER, including damage-recognition
steps, has recently been established to a signi®cant
extent [28±30]. Nevertheless, how other cellular
factors regulate the NER system and how NER is
connected to the cell cycle and apoptosis remain
unclear. p53, which contacts three subunits of TFIIH
(p62, XPD, and XPB) [31,32], may play a role in
linking NER to the cell cycle. Involvement of the
p53 in NER of DNA damage has recently been
examined by several investigators [33±37]. Interest-
ingly, Li-Fraumeni ®broblasts, like XP-C ®broblasts,
have been shown to be de®cient in global DNA
repair but not in transcription-coupled repair (TCR)
[33]. Recently, RAD23, a yeast homolog of human
hHR23A and hHR23B, has been demonstrated to
link DNA repair to the ubiquitin±proteolysis path-
way in yeast [38]. Given the fact that the evolu-
tionary conserved protein RAD23 functions
similarly in yeast and in mammalian cells, human
hHR23A or hHR23B could also act to link DNA
repair to the ubiquitin±proteolysis pathway. Results
presented in this article, for the ®rst time, provide
evidence that recognition of damage might link p53
activation and p53 degradation to DNA-repair
mechanisms.

MMAATTEERRIIAALLSS AANNDD MMEETTHHOODDSS

CCeellll CCuullttuurree aanndd TTrreeaattmmeenntt

The NHFs were established as described previously
[39,40]. Human XP-A ®broblasts, GM05509A
(XP12BE), and human XP-C ®broblasts, GM02096
(XP1MI), were purchased from the NIGMS Human
Genetic Mutant Cell Repository (Coriell Institute,
Camden, NJ). These ®broblasts were cultured in
minimal essential medium with 10% fetal calf
serum and antibiotics. For western blot analysis,
the exponentially growing cells (�60% con¯uent)
in 150-mm dishes were washed and replaced with a
thin layer of phosphate-buffered saline (PBS) and
irradiated with different UV doses. Irradiation was
performed from a germicidal lamp at a dose rate of
1.0 J/m2/s as measured by a Kettering model 65
radiometer (Col-palmer Instrument Co., Vernon
Hills, IL). After irradiation, fresh medium was added
to cell cultures, and incubation continued for
desired periods.

PPrrootteeiinn AAnnaallyyssiiss bbyy WWeesstteerrnn BBlloottttiinngg

The cells, irradiated or unirradiated, were incu-
bated for 8 h and recovered by trypsinization. Cells
were lysed by boiling for 10 min in a sample buffer
(2 % sodium dodecyl sulfate (SDS), 10% glycerol, 62
mM Tris-HCl, pH 6.8, 10 mg/mL pepstatin, and 10
mg/mL leupeptin). Protein concentration was deter-
mined with the Bio-Rad Protein Assay (Richmond,
CA) according to the manufacturer's manual.
Dithiothreitol (10 mM ®nal concentration) was
added to samples just before loading. Proteins were
separated by electrophoresis in 8% or 14% SDS-
polyacrylamide gels. Protein transfer to PDVF
membrane and immunodetection with suitable
antibody were performed as previously described
[41]. p53-speci®c antibody Ab-6, p21-speci®c anti-
body Ab-3, and mdm2-speci®c antibody Ab-1 (clone
SMP14) were used for immunodetection of p53,
p21waf1, and mdm2, respectively.

IImmmmuunnoopprreecciippiittaattiioonn aanndd WWeesstteerrnn BBlloott AAnnaallyyssiiss ooff
UUbbiiqquuiittiinnaatteedd pp5533 PPrrootteeiinn

In all experiments, exponentially growing cells
were used either as the control or for treatment with
UV radiation. At 4 h postirradiation, cells were
washed three times with PBS buffer. Cells were lysed
in RIPA buffer (2 mM Tris-HCl pH 7.5; 5 mM EDTA;
150 mM NaCl; 1.0% NP40; 1.0% deoxycholate;
0.025% SDS; 1 mM phenylmethylsulfonyl ¯uoride;
10 mg/mL pepstatin; and 10 mg/mL leupeptin). p53
was immunoprecipitated from approximately 2 mg
of extracts by incubating with 20 mL of p53-speci®c
antibody Ab-6 (200 mg/mL) and 20 mL of protein A
agarose beads (Oncogene Research, Cambridge, MA)
overnight at 4�C. Immunoprecipitates were resolved
in 8% SDS±polyacrylamide gel and transferred to a
PVDF membrane, and the membrane was auto-
claved in water for 15 min. For p53 detection, the
membrane was cut at approximately 60 kDa, and
the upper portion of the membrane was immuno-
detected by anti±p53 antibody Ab-1801. The blots
were stripped of all proteins with stripper buffer
(62.5 mM Tris-HCl; pH 6.7; 100 mM b-mercap-
toethanol; and 2% SDS) and reused for immunode-
tection by monoclonal anti-ubiquitin antibody
against ubiquitin puri®ed from bovine erythrocytes
(Calbiochem, San Diego, CA).

PPllaassmmiiddss,, TTrraannssffeeccttiioonn,, aanndd RReeppoorrtteerr AAssssaayy

Plasmid PG13-luc, a luciferase reporter containing
13 copies of a synthetic p53 consensus site derived
from the promoter of p21wa¯, and plasmid MG15-
luc, which contains 15 copies of a mutated sequence
that does not bind p53, were provided by Dr. B.
Vogelstein (Johns Hopkins University, Baltimore,
MD). These constructs are the same as those
previously described [42], except that a ®re¯y luci-
ferase gene replaces the chloramphenicol acetyl-
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transferase gene. The pCMV-Tag 2 control plasmid
(Stratagene, La Jolla, CA) contains the ®re¯y
luciferase reporter gene fused in reading frame with
a FLAG tag and is directed by the cytomegalovirus
immediate-early enhancer/promotor. Exponen-
tially growing cells (1 or 2 � 105) were plated in
35-mm dishes 18±20 h before plasmid transfection.
The nonliposomal formulation FuGENE Transfec-
tion Reagent (Roche Molecular Biochemicals, India-
napolis, IN) was chosen because of its minimal
cytotoxicity for many eukaryotic cells. Cells were
transfected with p53 reporter or pCMV-Tag 2
control plasmid DNA by using FuGENE 6 trans-
fection reagent according to the manufacturer's
manual. Three or four hours after transfection, cells
were washed with PBS buffer and irradiated with
UV, as described earlier. Eight hours after UV
irradiation, cells were washed four times with PBS
buffer and lysed in 150 mL of luciferase cell culture
lysis reagent (Promega, Madison, WI). Luciferase
activity from 20 mL of cell lysates was assayed
with the luciferase assay system (Promega) by
using the Luminat LB 9510 luminometer (Wallac,
Gaithersburg, MD).

RREESSUULLTTSS

UUVV DDoossee--DDeeppeennddeenntt pp5533 RReessppoonnssee ooff NNHHFFss aanndd
XXPP--AA aanndd XXPP--CC FFiibbrroobbllaassttss

To study whether the p53-induction response is
related to the DNA-repair pro®ciency of cells, the
effects of UV light±induced DNA damage on the
p53 level and p53-regulated genes were examined in
repair-pro®cient NHFs and repair-de®cient XP-A
and XP-C ®broblasts. The protein levels of p53,
p21waf1, and mdm2 were assessed by western blot
analysis 8 h after irradiation of the ®broblasts with
increasing doses of UV light ranging from 10 to 50 J/
m2 (Figure 1). The previous time-course experiments
indicated that the rapid p53-induction response,
detectable within a few hours and peaking at about
6±8 h, is sustained up to a period of at least 24 h [40].
In addition, no signi®cant cell loss was seen during
the 8 h after irradiation of the three cell lines with
50 J/m2. Thus, in these experiments, an 8-h post-
irradiation time point was chosen for comparison of
dose-dependent induction of various proteins in
different cell lines. NHF cells exhibited a higher
basal level of p21waf1, whereas the basal mdm2
levels, like those of the p53 protein, were very low.
In contrast, both XP-A and XP-C ®broblasts showed
a higher basal level of mdm2 protein. More
importantly, the basal p21waf1 level remained lower
in both the repair-de®cient XP-A and XP-C cells.
After low UV exposures, e.g., 10 or 20 J/m2, all cell
types demonstrated augmented p53 protein. Never-
theless, in response to damage-induced elevated p53
protein, signi®cant increases in the levels of p21waf1

and mdm2 were only seen in TCR-pro®cient NHF

and XP-C cells but not in global genomic repair
(GGR)±de®cient XP-A cells. Consistent with results
of previous reports [16], these results indicate that
persistent UV lesions could be responsible for
triggering the p53 response [43,44] and that lower
damage levels, e.g., less than 10 J/m2, of UV
exposure were suf®cient for such induction in
TCR- and GGR-de®cient XP-A ®broblasts [16].

At high doses of UV, e.g., 30 and 50 J/m2, p53
continued to accumulate in all the cell types.
Surprisingly, expression of p21wa¯ and mdm2 did
not show a proportionate increase in response to
p53 accumulation but was seen to signi®cantly
decrease at high-dose exposures of NHF and XP-A
®broblasts. Nevertheless, the level of p21waf1 and
mdm2 proteins showed a distinct increase in XP-C
®broblasts exposed to high UV doses (Figure 1). An
examination of UV dose dependency showed that
lower UV exposures were suf®cient for blocking the
expression of p21waf1 in XP-A cells. Complete lack of
expression of p21wa¯ was observed in NHFs and XP-
A ®broblasts at UV exposures of 50 and 20 J/m2,
respectively. These results indicate that UV lesions,
which promptly trigger induction of p53 protein
level in the cells, must also cause the inactivation of
p53 protein function. A similar type of differential
response has been seen in NIH/3T3 cells, T22 cells,
human colon cancer cell line RKO, and E6-trans-
formed RKO cells [17,45].

EEffffeeccttss ooff HHiigghh UUVV EExxppoossuurreess oonn tthhee UUbbiiqquuiittiinnaattiioonn
ooff pp5533 iinn NNHHFFss aanndd XXPP--AA aanndd XXPP--CC FFiibbrroobbllaassttss

It is well known that mdm2 regulates transcrip-
tional activity of p53 through a negative feedback-
loop mechanism. Overexpression of p53 protein
induces the expression of mdm2, and in turn the
mdm2 protein binds p53 to inhibit its ability to
stimulate target gene transcription [20,21]. The
observations noted in the preceding section raise a
question about the lack of effectiveness of this
feedback loop in regulating the transcriptional
activity in XP-C cells irradiated with UV light.
Because recent studies have shown that mdm2 is
involved in degradation of p53 via the ubiquitin
proteasome pathway [22,23], our next set of experi-
ments examined the in vivo ubiquitination of p53
protein in NHF, XP-A, and XP-C cells. Only a limited
set of studies has reported the detection of in vivo
ubiquitinated p53 protein in cells [19,46]. It has
been dif®cult to detect ubiquitin-p53 conjugates
because they are intermediates of degradation and
are only present in minute quantities in vivo. We
were able to detect ubiquitin-p53 conjugates by
western blot analysis in untreated and UV-treated
cells after establishing the extensive washing and
longer exposure conditions of detection through
several trial and error experiments. As shown in
Figure 2, ubiquitin-p53 could be detected in NHF
and XP-A cells under both UV-treated and untreated
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conditions. The sizes of bands of ubiquitin-p53,
ranging from Mr �69 000 to �90 000, were recog-
nized by the p53-speci®c antibody Ab-1801. Accord-
ing to the molecular size of ubiquitin, two to ®ve
ubiquitin moieties seemed to be added to one p53
molecule. An ubiquitinated p53 molecule of Mr

�90 000 was the most obvious band detected (Figure
2). These bands of ubiquitin-p53 conjugates could
also be recognized by monoclonal anti-ubiquitin
antibody developed against ubiquitin puri®ed from
bovine erythrocytes. An ubiquitinated p53 molecule
of Mr �90 000 could be more clearly viewed by
western blot analysis when using anti-ubiquitin
antibody (results not shown). However, smaller
ubiquitinated p53 molecules were poorly recog-
nized nd barely detectable by the anti-ubiquitin
antibody used in these experiments.

Ubiquitin-p53 conjugates in XP-C cells could be
detected only when cells received low UV irradia-
tion at 10 or 20 J/m2 but could not be detected when
cells were treated with either 30 or 50 J/m2 of UV
(Figure 2). With longer exposure and higher con-
centration of p53 antibody, ubiquitin-p53 conju-
gates were faintly detectable in unirradiated XP-C
cells. Such exposure conditions, however, failed to
depict any bands in XP-C cells exposed to high UV
dosages. Obviously, this could not be due to a low
amount of p53 protein because p53 was seen to
accumulate signi®cantly in these cells with UV
irradiation. In addition, mdm2 induction is not
inhibited in these cells. Taken together, these results
indicate that ubiquitination of p53 is inhibited or
limited in XP-C cells after higher UV ¯uences,
re¯ecting the fact that mdm2-mediated degradation

FFiigguurree 11.. pp5533,, pp2211wwaaff11,, aanndd mmddmm22 eexxpprreessssiioonn aafftteerr eexxppoossuurree ttoo
UUVV iirrrraaddiiaattiioonn.. EExxppoonneennttiiaallllyy ggrroowwiinngg NNHHFFss oorr XXPP--AA oorr XXPP--CC
®®bbrroobbllaassttss wweerree eeiitthheerr uunniirrrraaddiiaatteedd oorr eexxppoosseedd ttoo UUVV.. EEiigghhtt hhoouurrss
aafftteerr eexxppoossuurree,, cceellllss wweerree ccoolllleecctteedd aanndd pprrootteeiinn eexxttrraaccttss wweerree
pprreeppaarreedd.. TThhiirrttyy mmiiccrrooggrraammss oorr 5500 mmgg ((ffoorr mmddmm22)) ooff eeaacchh eexxttrraacctt wwaass

rreessoollvveedd oonn 88%% ((pp5533 aanndd mmddmm22)) oorr 1144%% ((pp2211wwaaff11)) ppoollyyaaccrryyllaammiiddee
ggeellss.. pp5533,, pp2211wwaaff11,, aanndd mmddmm22 lleevveellss wweerree ddeetteerrmmiinneedd bbyy wweesstteerrnn
bblloottttiinngg bbyy uussiinngg ssppeeccii®®cc aannttii--pp5533,, aannttii--pp2211wwaaff11,, aanndd aannttii--mmddmm22
aannttiibbooddiieess,, aass ddeessccrriibbeedd iinn MMaatteerriiaallss aanndd MMeetthhooddss..
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of the p53 pathway is negatively affected in these
cells.

IInnhhiibbiittiioonn ooff pp5533 TTrraannssccrriippttiioonnaall AAccttiivviittyy iinn NNHHFFss aanndd
XXPP--AA aanndd XXPP--CC FFiibbrroobbllaassttss bbyy UUVV EExxppoossuurreess

Previous investigations on discordance between
the transcriptional activity of p53 and its protein
level suggested that the transcriptional activity
might be inhibited by high UV ¯uences [17]. A cell
line harboring p53 reporter plasmid RGCDfosLacZ
was used in those experiments. To investigate the
effects of UV exposure on the transcriptional
activity of p53, we conducted transient-transfection
and reporter-activity assays in NHF, XP-A, and XP-C
cells. As expected, controls using plasmid MG15-luc,
which contains 15 copies of mutated sequence
unable to bind p53 protein, showed a very low level
of luciferase activity. Furthermore, UV treatment of
cells containing this construct did not signi®cantly
alter the levels of luciferase activity (data not
shown). In contrast, with the PG13-luc p53 reporter,
which contains 13 copies of a synthetic p53
consensus site derived from the promoter of p21wa¯,
all the three cell lines exhibited signi®cant basal
transcriptional activity of p53, with the highest
activity present in NHF cells (Figure 3A). This
observation is consistent with higher basal levels
of p21waf1 in NHF cells as determined by western
blot analysis.

A clear induction of transcriptional activity of p53
was seen in NHF cells after exposure to 10 J/m2.
Nevertheless, a dramatic decrease of transcriptional
activity of p53 occurred in NHF cells that received

20 J/m2 UV, and this activity of p53 decreased
further with higher doses of UV exposure. Only
42%, 19%, and 10% of basal activity could be
visualized in NHF cell irradiated with 20, 30, and 50
J/m2 UV exposure, respectively (Figure 3A and B).

Inhibition of p53 activity by UV exposure was
more dramatic in XP-A cells. Unlike NHF cells, no
induction of transcriptional activity of p53 was seen
in XP-A cells irradiated with a low UV dose of
10 J/m2. Instead, 10 J/m2 UV exposure reduced p53
activity to 15% of basal activity in these cells (Figure
3B). These results do not necessarily re¯ect that UV
exposure is totally unable to induce p53 activity in
XP-A cells that may be demonstrable at a somewhat
lower level of UV exposure. In fact, other studies
have reported an induction of p53 and enhanced
expression of p53 target genes, e.g., p21wa¯ and bax,
in XP-A cells with 5 J/m2 UV exposure [16].

As in XP-A cells, lower basal p53 transcriptional
activity was found in XP-C cells (Figure 3A).
However, transcriptional activity of p53 in XP-C
cells was resistant to inhibition by high UV
exposure. In XP-C cells irradiated with 10 J/m2 UV,
induction of transcriptional activity of p53 was
similar to that observed in NHF. Furthermore,
exposure to 20 J/m2 UV radiation did not show a
measurable inhibitory effect on transcriptional
activity of p53. XP-C cells irradiated with 30 J/m2

UV still had 64% of basal transcriptional activity,
whereas 50 J/m2 UV exposure reduced this activity
to about 27%. Thus, after receiving high doses of UV
exposure, XP-C cells clearly had much higher p53
activity than NHF cells (Figure 3A and B).

FFiigguurree 22.. EEffffeecctt ooff UUVV iirrrraaddiiaattiioonn oonn tthhee iinn vviivvoo uubbiiqquuiittiinnaattiioonn ooff
pp5533 iinn NNHHFFss aanndd XXPP--AA aanndd XXPP--CC ®®bbrroobbllaassttss.. NNHHFF,, XXPP--AA,, aanndd XXPP--CC
cceellllss wweerree eeiitthheerr uunniirrrraaddiiaatteedd oorr eexxppoosseedd ttoo UUVV aatt aa ddoossaaggee bbeettwweeeenn
1100 aanndd 5500 JJ//mm22.. FFoouurr hhoouurrss aafftteerr UUVV iirrrraaddiiaattiioonn,, cceellll llyyssaatteess wweerree
pprreeppaarreedd iinn RRIIPPAA bbuuffffeerr,, aanndd pp5533 wwaass iimmmmuunnoopprreecciippiittaatteedd ffrroomm
eexxttrraaccttss bbyy uussiinngg tthhee pp5533--ssppeeccii®®cc mmoonnoocclloonnaall aannttiibbooddyy AAbb--66..
IImmmmuunnoopprreecciippiittaatteess wweerree rreessoollvveedd oonn 88%% ppoollyyaaccrryyllaammiiddee ggeell aanndd
ttrraannssffeerrrreedd ttoo aa PPDDVVFF mmeemmbbrraannee.. TThhee mmeemmbbrraannee wwaass ccuutt aatt ��6600

kkDDaa ttoo aavvooiidd ddeetteeccttiioonn ooff tthhee aannttiibbooddyy hheeaavvyy cchhaaiinn ((5500±±5555 kkDDaa)).. TThhee
uuppppeerr ppoorrttiioonn ooff tthhee mmeemmbbrraannee wwaass eexxaammiinneedd bbyy wweesstteerrnn bblloott
aannaallyyssiiss wwiitthh pp5533--ssppeeccii®®cc mmoonnoocclloonnaall aannttiibbooddyy 11880011.. TThhee bblloott wwaass
ssttrriippppeedd aanndd rreepprroobbeedd wwiitthh aann aannttii--uubbiiqquuiittiinn ((UUbb)) mmoonnoocclloonnaall
aannttiibbooddyy.. TThhee aasstteerriisskkss iinnddiiccaattee aa llaaddddeerr ooff bbaannddss ((pp5533--UUbbnn))..
UUbbiiqquuiittiinnaatteedd pp5533 mmoolleeccuulleess wwiitthh mmiiggrraattiioonn ccoonnssiisstteenntt wwiitthh aa ssiizzee
((MMrr��9900 000000)) ccoorrrreessppoonnddiinngg ttoo tthhee aaddddiittiioonn ooff ®®vvee uubbiiqquuiittiinn
mmoolleeccuulleess ttoo pp5533 wweerree pprroommiinneennttllyy rreeccooggnniizzeedd bbyy bbootthh aannttiibbooddiieess..
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IInnhhiibbiittiioonn ooff GGeenneerraall GGeennee TTrraannssccrriippttiioonn iinn NNHHFFss aanndd
XXPP--AA aanndd XXPP--CC FFiibbrroobbllaassttss bbyy UUVV EExxppoossuurreess

It has been reported that UV light±induced
pyrimidine dimers and 6±4 photoproducts in DNA
ef®ciently block the progression of RNA polymerase
to effect the inhibition of the general gene tran-
scription [47,48]. To examine whether different UV
exposures differentially inhibit the general gene
transcription in repair-pro®cient and repair-de®-
cient cells, we conducted a transient transfection
and reporter assay by using a different plasmid
construct that contains a ®re¯y luciferase reporter
gene directed by the cytomegalovirus immediate-
early enhancer/promotor sequence. Figure 4 shows
that luciferase reporter activity in NHF cells
decreased to about 50% and 34% after 8 h of
exposure to 10 and 20 J/m2 of UV irradiation,
respectively. Such a decrease is consistent with
results of previous reports in which mRNA synthesis
was assayed directly to re¯ect the inhibition of
general gene transcription [44]. Although decreases
in the luciferase reporter activity were dose depen-
dent in all the three cell lines, UV inhibition of
general gene transcription was found to be more
drastic in NHF than in XP-A or XP-C ®broblasts
(Figure 4). Because XPA protein is an early partici-
pant of the NER process, its involvement is also
indicated by the signi®cant transcription inhibition
at a level seen between NHF and XP-C cells. These
results clearly cannot be simply explained by the
blockage of RNA polymerase progression due to
unrepaired lesions in DNA, because XP-A cells are

known to be de®cient in both GGR and TCR,
whereas XP-C cells are de®cient in GGR only.
Moreover, in parallel experiments, native plasmid
DNA was UV irradiated at a dose of 50 J/m2 before
transfection and assaying for the reporter activity.

FFiigguurree 33.. IInndduuccttiioonn aanndd iinnhhiibbiittiioonn ooff ttrraannssccrriippttiioonnaall aaccttiivviittyy bbyy UUVV
iirrrraaddiiaattiioonn.. NNHHFFss aanndd XXPP--AA aanndd XXPP--CC ®®bbrroobbllaassttss ((22..00�� 110055)) wweerree
ppllaatteedd iinn 3355--mmmm ddiisshheess 1188±±2200 hh bbeeffoorree ttrraannssffeeccttiioonn.. CCeellllss wweerree
ttrraannssffeecctteedd wwiitthh 22..00 mmgg ooff ppllaassmmiidd ppGG1133--lluucc uussiinngg FFuuGGEENNEE 66
ttrraannssffeeccttiioonn rreeaaggeennttss ((BBooeehhrriinnggeerr MMaannnnhheeiimm)).. TThhrreeee hhoouurrss aafftteerr
ttrraannssffeeccttiioonn,, tthhee FFuuGGEENNEE 66±±DDNNAA ccoommpplleexx wwaass rreemmoovveedd,, aanndd cceellllss
wweerree eeiitthheerr uunniirrrraaddiiaatteedd oorr iirrrraaddiiaatteedd wwiitthh UUVV aatt aa ddoossaaggee bbeettwweeeenn
1100 aanndd 5500 JJ//mm22.. EEiigghhtt hhoouurrss aafftteerr eexxppoossuurree,, cceellll eexxttrraaccttss wweerree
pprreeppaarreedd aanndd lluucciiffeerraassee aaccttiivviittyy wwaass aassssaayyeedd aass ddeessccrriibbeedd iinn MMaatteerriiaallss

aanndd MMeetthhooddss.. EEqquuaall aammoouunnttss ooff cceellll llyyssaatteess wweerree aassssaayyeedd ffoorr
lluucciiffeerraassee aaccttiivviittyy aatt tthhee iinnddiiccaatteedd UUVV ddoossee ffoorr eeaacchh cceellll lliinnee.. ((AA))
RReessuullttss aarree eexxpprreesssseedd aass ffoolldd iinndduuccttiioonn oorr iinnhhiibbiittiioonn ooff UUVV--iirrrraaddiiaatteedd
vveerrssuuss uunniirrrraaddiiaatteedd ccoonnttrrooll cceellllss.. RReessuullttss sshhoowwnn aarree tthhee aavveerraaggee ooff
ttwwoo ttoo tthhrreeee iinnddeeppeennddeenntt eexxppeerriimmeennttss,, eeaacchh ppeerrffoorrmmeedd iinn dduupplliiccaattee..
((BB)) RReessuullttss aarree eexxpprreesssseedd aass rreellaattiivvee lluucciiffeerraassee aaccttiivviittyy ffoorr eeaassyy
ccoommppaarriissoonn ooff aaccttiivviittyy lleevveellss.. DDaattaa rreepprreesseenntt aatt lleeaasstt tthhrreeee
iinnddeeppeennddeenntt ttrraannssffeeccttiioonnss ((eerrrroorr bbaarrss�� SSEE))..

FFiigguurree 44.. IInnhhiibbiittiioonn ooff ggeenneerraall ttrraannssccrriippttiioonn bbyy UUVV iirrrraaddiiaattiioonn..
NNHHFFss aanndd XXPP--AA aanndd XXPP--CC ®®bbrroobbllaassttss ((11..00�� 110055)) wweerree ppllaatteedd iinn 3355--
mmmm ddiisshheess 1188±±2200 hh bbeeffoorree ttrraannssffeeccttiioonn.. CCeellllss wweerree ttrraannssffeecctteedd wwiitthh
11..00 mmgg ooff ppCCMMVV--TTaagg22 ccoonnttrrooll oorr UUVV--iirrrraaddiiaatteedd ppllaassmmiidd DDNNAA uussiinngg
FFuuGGEENNEE 66 ttrraannssffeeccttiioonn rreeaaggeennttss ((BBooeehhrriinnggeerr MMaannnnhheeiimm)).. FFoouurr hhoouurrss
aafftteerr ttrraannssffeeccttiioonn,, tthhee FFuuGGEENNEE 66±±DDNNAA ccoommpplleexx wwaass rreemmoovveedd,, aanndd
cceellllss wweerree eeiitthheerr uunniirrrraaddiiaatteedd oorr iirrrraaddiiaatteedd wwiitthh UUVV aatt aa ddoossaaggee
bbeettwweeeenn 1100 aanndd 5500 JJ//mm22.. LLuucciiffeerraassee aaccttiivviittyy ffrroomm llyyssaatteess ooff eeaacchh cceellll
lliinnee wwaass aassssaayyeedd 88 hh aafftteerr eexxppoossuurree,, aass ddeessccrriibbeedd iinn MMaatteerriiaallss aanndd
MMeetthhooddss.. RReessuullttss sshhoowwnn aarree tthhee aavveerraaggee ooff ttwwoo oorr tthhrreeee iinnddee--
ppeennddeenntt eexxppeerriimmeennttss,, eeaacchh ppeerrffoorrmmeedd iinn dduupplliiccaattee ((eerrrroorr bbaarrss�� SSEE))..
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Unlike the in vivo treatment, transfection of this in
vitro±irradiated plasmid DNA demonstrated a
much higher luciferase activity, e.g., 76%, 48.5%,
and 57% of control unirradiated plasmid DNA in
NHF, XP-A, and XP-C cells, respectively. From these
data, it can be clearly inferred that the overall extent
of excision repair of UV-induced lesions plays a
prominent role in the recovery of transcription from
in vitro or in vivo damaged transcribed strands in
transfected genes. Compared with in vitro treat-
ment, in vivo exposure to the identical UV dose of
the same plasmid target within the cells caused a
more severe inhibition of reporter gene transcrip-
tion. For example, the exposure of transfected cells
to 50 J/m2 decreased the luciferase reporter activity
to about 12%, 21%, and 28.5% in NHF, XP-A, and
XP-C cells, respectively. Because more damage will
be expected to occur in in vitro±modi®ed than in
vivo±irradiated plasmid DNA, these differences,
showing higher inhibition under in vivo±irradiated
conditions, cannot be simply accounted for by the
blockage of transcription by UV photoproducts in
the transfected gene. Thus, inhibition of general
gene transcription seems to be intimately associated
with other processes involved in the damage
recognition and repair at global genomic or indivi-
dual strand level rather than a simple lesion
blockage of RNA polymerase.

DDIISSCCUUSSSSIIOONN

IInndduuccttiioonn ooff pp5533 PPrrootteeiinn aanndd IInnhhiibbiittiioonn ooff pp5533
TTrraannssccrriippttiioonnaall AAccttiivviittyy bbyy UUVV--IInndduucceedd DDNNAA DDaammaaggee

These data and data reported by others [17] have
shown that p53 transcriptional activity is not
necessarily in accordance with p53 protein accumu-
lation observed with DNA damage. Thus, the
concept of ``p53 response'' should be advanced with
caution because it relates to the multiple p53
activated downstream effects and to p53 accumula-
tion. Triggering of the p53 response with low-dose
UV exposures of TCR-de®cient ®broblasts has been
reported by many investigators [16,43,44]. Blockage
of transcription by helix-distorting UV dimers has
been promulgated as the model to explain this and
the conclusion that DNA damage within the
transcribed strand triggers p53 response. Accord-
ingly, the recovery of RNA synthesis resulting from
the removal of UV-induced dimers by TCR has been
suggested to eliminate the trigger for p53 accumula-
tion [43,44,49]. If the general shutdown of tran-
scription by UV-induced lesions in DNA was the
actual cause of decreased expression of p21wa¯ and
mdm2, then the expression of mdm2 would have
been more sensitive to UV inhibition than the
expression of p21wa¯ because the mdm2 gene is
much larger than the p21wa¯ gene. However, such a
decrease in mdm2 expression was not observed in
the present study. UV exposures above 20 J/m2 only

showed a gradual inhibition of mdm2 expression.
Further comparisons showed that 50 J/m2 UV
exposure blocked the expression of p21wa¯ but not
of mdm2 in NHFs. Similarly, a lower dose of 20 J/m2

UV exposure blocked the expression of p21wa¯ but
not of mdm2 in XP-A cells. On the contrary, elevated
p21waf1 and mdm2 expressions were seen in XP-C
cells irradiated with increased doses of UV, up to 50
J/m2. It is unlikely that increased expression of
p21wa¯ and mdm2 in repair-de®cient XP-C cells is
due to the recovery of DNA damage±blocked RNA
synthesis. In fact, Lu et al. [17] showed that the
expression of even a small gene such as lacZ, in cells
harboring the p53 reporter plasmid, is inhibited by
high UV exposures. Furthermore, in vivo exposure
of cells to UV decreased the transcription from
transfected reporter gene more dramatically than
did in vitro exposure of plasmid DNA before
transfection. Moreover, UV exposure inhibited the
general gene transcription more effectively in
repair-pro®cient NHF than in repair-de®cient XP-A
and XP-C ®broblasts (Figure 4). Thus, inhibition of
p21wa¯ and mdm2 expression by high UV doses
re¯ects a decrease of transcriptional activity of p53
rather than a direct blockage of transcription by UV-
induced lesions in DNA. The present data clearly
demonstrate that p53 transcriptional activity can be
inhibited by UV damage and that DNA repair-
de®cient XP-A cells are more sensitive to such an
inhibition. Therefore, DNA damage, which triggers
induction of p53 and its transcriptional activity,
may also trigger inhibition of p53 transcriptional
activity depending on how much UV dosage was
received by the cells and, more importantly, the
DNA-repair pro®ciency of the cells being exposed.

LLiinnkkaaggee ooff DDNNAA RReeppaaiirr ttoo IInndduuccttiioonn,, AAccttiivvaattiioonn,, aanndd
DDeeggrraaddaattiioonn ooff pp5533 TThhrroouugghh DDNNAA--DDaammaaggee RReeccooggnniittiioonn

This study con®rms previous observations on
discordance between accumulated p53 protein level
and its transcriptional activity [17]. In addition, the
data indicate that the inhibition of p53 transcrip-
tional activity is related to the DNA-repair status of
the cells. An examination of in vivo ubiquitination
of p53 showed that high UV exposures inhibit
ubiquitination of p53 in XP-C but not in NHFs and
XP-A ®broblasts. Integrating these observations in a
plausible scheme requires a precise understanding
of the potential interconnections between the
pathways operating for DNA-damage recognition,
p53 induction, p53 degradation, and DNA repair.
Despite the extreme complexity of these pathways,
several recent studies have shed a bright light on the
nature of such multiprotein and multipathway
interactions. It has been shown that mdm2, which
negatively regulates p53 activity, is also involved in
p53 degradation via the ubiquitin-proteolysis path-
way [reviewed in 50]. This process involves com-
plexing through the C/H1 domain of the p300/
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CREB-binding protein (CBP) [26], a well-known
transcription coactivator for p53 and other tran-
scription factors. Furthermore, stabilization of p53
by adenovirus E1A has been demonstrated to occur
through the modi®cation of the ubiquitin-proteo-
lysis pathway, suggesting the key involvement of
p300/CBP in p53 ubiquitination [51]. These studies
raise a possibility that transcription activation and
degradation of p53 may use the components of
common machinery. This suggestion is supported
by the recent demonstration of an overlap between
the activation and degron domains at amino acids
1±42 within the N terminus of p53 [22]. In a search
for a possible link between DNA repair and the
ubiquitin-proteolysis pathway, RAD23 and RAD4, a
yeast homolog of XPC, were recently identi®ed to
complex Cim5, an ATPase subunit of yeast 26 S
proteasome [38]. Interaction of hHR23B with the
S5a subunit of human 26 S proteasome has also been
demonstrated [52]. It should be noted that XPC
protein, when complexing with hHR23B, plays an
important role in early stages of DNA-damage
recognition [53±55]. A recent study has shown that
TFIIH can be recruited to DNA-damage sites through
interaction with XPC-hHR23B [56]. In a separate
study, we demonstrated the functional and physical
interaction between hHR23A and p300/CBP [57].
These observations provide a strong basis for
connecting DNA-damage recognition, p53 induc-
tion, p53 degradation, and DNA repair as an
integrated system designed to work together for
the maintenance of genomic stability.

The present data could be attributed to the
biological consequences from the network of multi-
ple interactions discussed in the previous para-
graphy. The use of common machinery for
transcription activation and degradation of p53
affords cells a special advantage for keeping p53
activity under tight regulatory control. NER-repair-
able DNA damage would instigate the recruitment
of DNA-damage recognition factors, e.g., XPA and
XPC/hHR23, and a p53 transcription/degradation
complex to the lesion sites. Therefore, such recruit-
ment, on the one hand, would lead to the
reassembly of the complex of transcription/degra-
dation of p53 and consequent stabilization of p53
protein and, on the other, would lead to the
formation of a p53 transcription/DNA recognition
complex comprising interactions between p300,
hHR23A/B, XPC, TFIIH, and p53 protein. This entire
interaction causes the ¯uctuations of p53 activity
observed in irradiated cells. At low UV ¯uences, the
stabilization of p53 overcomes the tendency for
decreased p53 activation. However, at high UV
¯uences, concomitant inhibition of p53 activity
results in discordance between p53 level and its
transcriptional activity. In XP-C cells, limited func-
tion of XPC protein results in the resistance of p53
activity to inhibition by high UV exposure. This

model of the regulation of p53 activity does not
exclude other possible pathways of p53 regulation,
e.g., via mdm2 feedback or wild-type p53 adopting a
``mutant'' conformation [58]. In fact, consistent
high levels of mdm2 could also contribute to the
inhibition of p53 activity observed in XP-A cells.
Thus, in essence, recruiting TFIIH to DNA damage
would cause a transitory shutdown of general trans-
cription. From the overall transcription inhibition
data of the three cell types, it seems logical to con-
clude that, although recognition of DNA damage
by XPA contributes to the process, it is not necess-
arily required for recruiting TFIIH to DNA damage
(Figure 4).

RReeqquuiirreemmeenntt ooff XXPPCC FFuunnccttiioonn ffoorr
UUbbiiqquuiittiinnaattiioonn ooff pp5533

The present data indicated that the small amount
of ubiquitinated p53 present in XP-C cells under
normal unirradiated conditions was promptly ele-
vated with low-dose UV exposures. However, there
was a complete lack of p53 ubiquitination in XPC
cells at higher doses of UV. As a part of the RAD23/
Cim5 complex, the function of RAD4 seems to be
required to some extent for the process of ubiqui-
tination. Reduced XPC mRNA levels and point
mutation in XPC protein were both characterized
in the XP-C ®broblasts, XP1MI, used in this study
[59]. Mutation was not, however, located in its
binding domain for hHR23B and hHR23A. This cell
line has the highest degree of UV sensitivity of any
reported group C cell line [60]. Whether dysfunc-
tion of XPC is caused by such a point mutation or
lower expression of XPC remains to be investigated.
Nonetheless, in both cases, it is conceivable that the
capability of damage recognition by the XPC-
hHR23B complex would be limited in this cell line.
Mechanistically, therefore, with high UV exposure,
such limited capability would be used up for damage
recognition, such that it is no longer available for
the ubiquitin-proteolysis pathway and the ubiqui-
tination of p53 would be inhibited, as observed in
this study. Inhibition of ubiquitination of p53,
however, was not seen in NHF and XP-A cells, as
suggested by Maki and Howley [19]. Such differ-
ences could be attributed to the use of different cell
lines used in the two studies. The RKO cell line, used
in the previous study, is a carcinoma cell and may
have unidenti®ed characteristics, making in vivo
ubiquitination of p53 in this cell line more sensitive
to UV inhibition.

In summary, our results demonstrate that,
although DNA damage triggers induction of p53
protein, it also acts as a trigger for the inhibition of
p53 transcriptional activity and that recognition of
DNA damage could link p53 induction and p53
degradation to DNA-repair mechanisms. Regulation
of the level and transcriptional activity of p53 is an
integrated cellular process in mammalian cells.
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Accumulating evidence indicates that mdm2, p300/
CBP, p19ARF and DNA-dependent protein kinase C
are all involved in such a cellular process [26,51,61].
Nevertheless, to rule out the possibility that the
observed effects were not merely due to cell line±
speci®c effects and interindividual variation, addi-
tional cell lines representing each genotype must be
evaluated for p53-speci®c responses. Further in-
depth knowledge of regulation of p53 activity and
its interacting molecules will clarify the nature of
p53 function in transcriptional events and the
critical regulatory parameters associated with the
processing of DNA damage.
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